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Retraction: multiple articles in volume 56, issue 1 (2019)

Seven research papers and one editorial submitted in response to a call for papers and published in a topic 
collection on ‘Genomic aspects of cancer immunotherapy: Challenges and clinical implications’ in the 
Journal of Medical Genetics are retracted1–7 by the journal.

WHAT HAPPENED POST-PUBLICATION
The journal investigated possible issues with peer review and editorial assessment of these papers. The 
articles were investigated together because there was concern about almost all of the content in the 
collection.

During the peer review and editorial assessment of the work, the guest editors selected the reviewers. 
The majority of the reviewers and guest editors were at Nanjing University. There was evidence of improb-
able device use in many articles, and compromised peer review in almost all articles. 

The current Editor-in-Chief judges that the collection is out of scope for the journal, and so it will not 
be rereviewed for publication in the journal.

REASONS FOR RETRACTION
Seven research papers in the collection1–7 are retracted because their review process was irreparably compro-
mised. The linked editorial which describes the collection8 is also retracted because the vast majority of the 
research referred to in the editorial is retracted. We did not find evidence that the review process for the 
case report in the collection was compromised, hence this is not being retracted.9

FURTHER ACTION
Nanjing University Hospital, which is listed as an affiliation of several of the individuals involved, will be 
informed of the reasons for retraction.
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